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Dynamic Interactions at Membrans

Freie Universitat 7 Berlin

Influenza A Virus
/Hemagglutinin (HA)
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Inhibition of Virus Binding

Freie Universitat
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- Interaction/Activity Studies

Cryo- EM (K. Ludwig) (K. Diestelhorst)

Microscopy and Data Analysis

» Atomic force microscopy: Imaging, Sulfated
Force measurements polymer S-protein

» Optical scattering microscopy

» Fluorescence microscopy: WF,
confocal; TIRF, FCS, FLIM, ...

» Single particle tracking (2D, 3D)

» Analysis of large data sets
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